
0

5

10

15

B
2M

_T
G

G
A

A
C

T
G

_A
A

G
T

T
G

B
2M

_T
G

G
A

A
C

T
G

_A
G

C
C

T
T

C
H

D
7_

AT
C

T
C

T
C

A
_C

G
G

TA
G

C
H

D
7_

AT
C

T
C

T
C

A
_G

T
G

G
G

G

C
H

D
7_

AT
C

T
C

T
C

A
_T

G
G

A
A

C

C
H

D
7_

C
T

T
C

T
T

T
C

_C
A

A
A

G
A

C
H

D
7_

C
T

T
C

T
T

T
C

_C
T

C
G

C
T

G
AT

A
4_

A
G

G
C

G
A

G
A

_A
T

G
C

C
G

G
AT

A
4_

A
G

G
C

G
A

G
A

_G
A

C
T

G
G

G
AT

A
4_

A
G

G
C

G
A

G
A

_G
G

A
C

C
C

G
AT

A
4_

C
A

C
A

G
AT

A
_C

T
T

C
G

G

G
AT

A
4_

C
A

C
A

G
AT

A
_G

G
C

G
A

C

G
AT

A
4_

C
A

C
A

G
AT

A
_G

T
C

TA
A

G
AT

A
4_

C
A

C
A

G
AT

A
_T

C
G

G
TA

G
AT

A
4_

C
A

C
A

G
AT

A
_T

TA
G

TA

G
AT

A
4_

C
AT

T
C

G
G

C
_A

A
A

A
AT

G
AT

A
4_

C
AT

T
C

G
G

C
_A

A
A

C
C

C

G
AT

A
4_

C
AT

T
C

G
G

C
_A

G
G

G
C

G

G
AT

A
4_

C
AT

T
C

G
G

C
_C

C
T

C
AT

G
AT

A
4_

C
AT

T
C

G
G

C
_G

A
C

AT
T

G
AT

A
4_

C
AT

T
C

G
G

C
_G

A
G

T
G

G

G
AT

A
4_

C
AT

T
C

G
G

C
_G

TA
TA

A

K
M

T
2D

_A
C

A
AT

C
T

C
_C

G
C

G
A

G

K
M

T
2D

_A
C

A
AT

C
T

C
_T

A
A

A
C

T

K
M

T
2D

_T
C

G
G

A
G

C
A

_A
G

T
G

AT

K
M

T
2D

_T
C

G
G

A
G

C
A

_A
TA

T
T

G

K
M

T
2D

_T
C

G
G

A
G

C
A

_A
T

T
C

G
C

K
M

T
2D

_T
C

G
G

A
G

C
A

_G
T

C
C

G
A

N
K

X
2.

5_
C

G
T

G
AT

G
C

_A
C

A
G

T
G

N
K

X
2.

5_
C

G
T

G
AT

G
C

_T
C

A
A

C
C

N
K

X
2.

5_
T

G
AT

T
C

A
G

_A
C

C
A

A
G

N
K

X
2.

5_
T

G
AT

T
C

A
G

_A
T

T
T

C
T

N
K

X
2.

5_
T

G
AT

T
C

A
G

_G
T

C
A

C
T

N
K

X
2.

5_
T

G
AT

T
C

A
G

_T
AT

G
A

C

N
K

X
2.

5_
T

G
AT

T
C

A
G

_T
C

C
T

G
T

S
C

R
_G

C
C

T
G

T
G

T
_A

C
C

A
A

C

S
C

R
_G

C
C

T
G

T
G

T
_A

C
G

G
T

C

S
C

R
_G

C
C

T
G

T
G

T
_A

G
G

C
C

T

S
M

A
D

2_
A

A
C

C
G

G
A

G
_T

C
TA

T
T

S
M

A
D

2_
G

C
G

G
A

A
C

T
_A

G
A

C
T

C

S
M

A
D

2_
G

C
G

G
A

A
C

T
_C

T
G

T
T

G

S
M

A
D

2_
G

C
G

G
A

A
C

T
_G

G
G

G
G

G

clone

va
lu

e

gene

B2M

CHD7

GATA4

KMT2D

NKX2.5

SCR

SMAD2

sampleC

percentage_CTR

percentage_TET


